2.9.2015 19:04:39

pPhTERT-eGFP-polyA master-pAAV (4514 bp)

CCTGCAGGCAGCTGCGCGCTCGCTCGCTCACTGAGGCCGCCCGGGCGTCGGGCGACCTTTGGTCGCCCGGCCTCAGTGAGCGAGCGAGCGCGCAGAGAGGGAGTGGC
GGACGTCCGTCGACGCGCGAGCGAGCGAGTGACTCCGGCGGGCCCGCAGCCCGCTGGAAACCAGCGGGCCGGAGTCACTCGCTCGCTCGCGCGTCTCTCCCTCACCG

L-ITR

| | | | |
20 40 60 80 100

PaeR71

PspXI

HincII
Accl
Sall Xhol BstEII AvrIl

CAACTCCATCACTAGGGGTTCCTGCggccgecgtcgacctcecgaggtggeccctecctegggttaccccacagectaggecgattcgacctctectecgetggggecectc
GTTGAGGTAGTGATCCCCAAGGACGccggcegecagetggagetccaccggggagggageccaatggggtgteggatecggetaagetggagagaggegacceegggag
L-ITR hTERT short promoter

| | | | |
120 140 160 180 200

gctggegteectgeaccctgggagegegageggegegegggeggggaagegeggeccagaccececgggteecgeccggageagetgegetgteggggecaggeeggge
cgaccgcagggacgtgggaccctegegetcgecgegegeeccgecccttegegeegggtetgggggeccaggegggectegtegacgegacagececggteeggeeeg
hTERT short promoter

| | | | | |
220 240 260 280 300 320

PmlI

tcccagtggattcgegggcacagacgeccaggaccgegetccccacgtggeggagggactggggaccegggeacecgtectgececttcaccttecagetecgectce
agggtcacctaagecgeeccgtgtctgegggtectggegegaggggtgecaccgectecctgaccectgggeccgtgggecaggacggggaagtggaaggtcgaggeggag
hTERT short promoter

| | | | |
340 360 380 400 420

SacII Clal
Btgl BspDI

ctcecgegeggaccecgeccegteccgaccccteecgggtececggeccagececcteegggeccteccageeectececttectttecgeggececgecctATCGAT

gaggegegecetggggeggggeagggetggggagggeccaggggecgggtegggggaggeecegggagggteggggaggggaaggaaaggegeeggggcgggalAGCTA
hTERT short promoter

| | | | |
440 460 480 500 520

Agel

accggtatggtgagcaagggcgaggagetgttcaccggggtggtgcccatectggtcgagetggacggegacgtaaacggeccacaagttcagegtgtecggegaggg
tggccataccactcgttcccgetectcgacaagtggecccaccacgggtaggaccagetcgacctgecgetgeatttgecggtgttcaagtcgecacaggecgetece
eGFP

540 560 580 600 620 640
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phTERT-eGFP-polyA master-pAAV (4514 bp) (from 643-1391 bp) 2.9.2015 19:04:39

cgagggcgatgccacctacggcaagetgaccctgaagttcatctgcaccaccggcaagetgeccgtgecctggeccaccctegtgaccaccctgacctacggegtge
gctcccgetacggtggatgecgttcgactgggacttcaagtagacgtggtggecgttcgacgggcacgggaccgggtgggagecactggtgggactggatgecgeacg
eGFP

| | | | |
660 680 700 720 740

agtgcttcagccgctaccccgaccacatgaagcagcacgacttcttcaagtccgecatgeccgaaggetacgtccaggagegecaccatcttcttcaaggacgacgge
tcacgaagtcggcgatggggctggtgtacttcgtcgtgectgaagaagttcaggeggtacgggettecgatgecaggtectegegtggtagaagaagttectgetgeeg
eGFP

| | | | |
760 780 800 820 840

aactacaagacccgcgceccgaggtgaagttcgagggcgacaccctggtgaaccgcatcgagetgaagggcatcgacttcaaggaggacggcaacatectggggcacaa
ttgatgttctgggcgeggetccacttcaageteccgetgtgggaccacttggegtagetegactteccgtagetgaagttectectgecgttgtaggaccecegtgtt
eGFP

| | | | | |
860 880 900 920 940 960

gctggagtacaactacaacagccacaacgtctatatcatggccgacaagcagaagaacggcatcaaggtgaacttcaagatccgeccacaacatcgaggacggceageg
cgacctcatgttgatgttgtcggtgttgcagatatagtaccggetgttcgtcttcttgecgtagttccacttgaagttctaggeggtgttgtagetcctgecgtege
eGFP

|
980 1,000 1,020 1,040 1,060

tgcagctcgecgaccactaccagcagaacacccccateggegacggecccgtgetgetgeccgacaaccactacctgagecacccagtcecgecctgagcaaagaccce
acgtcgagcggctggtgatggtcgtcttgtgggggtagecgetgecggggcacgacgacgggetgttggtgatggactcgtgggtcaggegggactegtttcetgggg
eGFP

| | | | |
1,080 1,100 1,120 1,140 1,160

BamHI
Xbal
BsrGI Spel PacIl
aacgagaagcgcgatcacatggtcctgetggagttcgtgaccgecgecgggatcactcteggecatggacgagetgtacaagtaatactagtttaattaatctagagg
ttgctcttcgegetagtgtaccaggacgacctcaagecactggeggeggecctagtgagagecgtacctgetecgacatgttcattatgatcaaattaattagatctec
eGFP

| | | | | |
1,180 1,200 1,220 1,240 1,260 1,280

CspCI

atccCGGGTGGCATCCCTGTGACCCCTCCCCAGTGCCTCTCCTGGCCCTGGAAGTTGCCACTCCAGTGCCCACCAGCCTTGTCCTAATAAAATTAAGTTGCATCATT
taggGCCCACCGTAGGGACACTGGGGAGGGGTCACGGAGAGGACCGGGACCTTCAACGGTGAGGTCACGGGTGGTCGGAACAGGATTATTTTAATTCAACGTAGTAA
hGH poly A

| | | | |
1,300 1,320 1,340 1,360 1,380
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phTERT-eGFP-polyA master-pAAV (4514 bp) (from 1392-2033 bp) 2.9.2015 19:04:39

BbsI

TTGTCTGACTAGGTGTCCTTCTATAATATTATGGGGTGGAGGGGGGTGGTATGGAGCAAGGGGCAAGTTGGGAAGACAACCTGTAGGGCCTGCGGGGTCTATTGGGA
AACAGACTGATCCACAGGAAGATATTATAATACCCCACCTCCCCCCACCATACCTCGTTCCCCGTTCAACCCTTCTGTTGGACATCCCGGACGCCCCAGATAACCCT
hGH poly A

| | | | |
1,400 1,420 1,440 1,460 1,480

BbvCI

ACCAAGCTGGAGTGCAGTGGCACAATCTTGGCTCACTGCAATCTCCGCCTCCTGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTTGTTGGGATTCCAGGCAT
TGGTTCGACCTCACGTCACCGTGTTAGAACCGAGTGACGTTAGAGGCGGAGGACCCAAGTTCGCTAAGAGGACGGAGTCGGAGGGCTCAACAACCCTAAGGTCCGTA
hGH poly A

| | | | | |
1,500 1,520 1,540 1,560 1,580 1,600

NsiI
SphI BlpI
GCATGACCAGGCTCAGCTAATTTTTGTTTTTTTGGTAGAGACGGGGTTTCACCATATTGGCCAGGCTGTCTCCAACTCCTAATCTCAGGTGATCTACCCACCTTGGC
CGTACTGGTCCGAGTCGATTAAAAACAAAAAAACCATCTCTGCCCCAAAGTGGTATAACCGGTCCGACAGAGGTTGAGGATTAGAGTCCACTAGATGGGTGGAACCG
hGH poly A
| | | | |
1,620 1,640 1,660 1,680 1,700
BstXI

CTCCCAAATTGCTGGGATTACAGGCGTGAACCACTGCTCCCTTCCCTGTCCTTCTGgcGGCCGCAGGAACCCCTAGTGATGGAGTTGGCCACTCCCTCTCTGCGCGC
GAGGGTTTAACGACCCTAATGTCCGCACTTGGTGACGAGGGAAGGGACAGGAAGACcgCCGGCGTCCTTGGGGATCACTACCTCAACCGGTGAGGGAGAGACGCGCG

hGH poly A R-ITR
| | | | |
1,720 1,740 1,760 1,780 1,800
PIuTI
Sfol
Narl
KasI

TCGCTCGCTCACTGAGGCCGGGCGACCAAAGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAGCGAGCGCGCAGCTGCCTGCAGGGGCGCCTGA
AGCGAGCGAGTGACTCCGGCCCGCTGGTTTCCAGCGGGCTGCGGGCCCGAAACGGGCCCGCCGGAGTCACTCGCTCGCTCGCGCGTCGACGGACGTCCCCGCGGACT
> R-ITR

| | | | | |
1,820 1,840 1,860 1,880 1,900 1,920

TGCGGTATTTTCTCCTTACGCATCTGTGCGGTATTTCACACCGCATACGTCAAAGCAACCATAGTACGCGCCCTGTAGCGGCGCATTAAGCGCGGCGGGTGTGGTGG
ACGCCATAAAAGAGGAATGCGTAGACACGCCATAAAGTGTGGCGTATGCAGTTTCGTTGGTATCATGCGCGGGACATCGCCGCGTAATTCGCGCCGCCCACACCACC

F1 ori

1,940 1,960 1,980 2,000 2,020
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phTERT-eGFP-polyA master-pAAV (4514 bp) (from 2034-2889 bp) 2.9.2015 19:04:39

Nael

NgoMIV
TTACGCGCAGCGTGACCGCTACACTTGCCAGCGCCCTAGCGCCCGCTCCTTTCGCTTTCTTCCCTTCCTTTCTCGCCACGTTCGCCGGCTTTCCCCGTCAAGCTCTA
AATGCGCGTCGCACTGGCGATGTGAACGGTCGCGGGATCGCGGGCGAGGAAAGCGAAAGAAGGGAAGGAAAGAGCGGTGCAAGCGGCCGAAAGGGGCAGTTCGAGAT

F1 ori

| | | | | |
2,040 2,060 2,080 2,100 2,120 2,140

Dralll

AATCGGGGGCTCCCTTTAGGGTTCCGATTTAGTGCTTTACGGCACCTCGACCCCAAAAAACTTGATTTGGGTGATGGTTCACGTAGTGGGCCATCGCCCTGATAGAC
TTAGCCCCCGAGGGAAATCCCAAGGCTAAATCACGAAATGCCGTGGAGCTGGGGTTTTTTGAACTAAACCCACTACCAAGTGCATCACCCGGTAGCGGGACTATCTG

F1 ori

| | | | |
2,160 2,180 2,200 2,220 2,240

PsilI
GGTTTTTCGCCCTTTGACGTTGGAGTCCACGTTCTTTAATAGTGGACTCTTGTTCCAAACTGGAACAACACTCAACCCTATCTCGGGCTATTCTTTTGATTTATAAG
CCAAAAAGCGGGAAACTGCAACCTCAGGTGCAAGAAATTATCACCTGAGAACAAGGTTTGACCTTGTTGTGAGTTGGGATAGAGCCCGATAAGAAAACTAAATATTC

F1 ori

| | | | |
2,260 2,280 2,300 2,320 2,340

GGATTTTGCCGATTTCGGCCTATTGGTTAAAAAATGAGCTGATTTAACAAAAATTTAACGCGAATTTTAACAAAATATTAACGTTTACAATTTTATGGTGCACTCTC
CCTAAAACGGCTAAAGCCGGATAACCAATTTTTTACTCGACTAAATTGTTTTTAAATTGCGCTTAAAATTGTTTTATAATTGCAAATGTTAAAATACCACGTGAGAG

| | | | | |
2,360 2,380 2,400 2,420 2,440 2,460

AGTACAATCTGCTCTGATGCCGCATAGTTAAGCCAGCCCCGACACCCGCCAACACCCGCTGACGCGCCCTGACGGGCTTGTCTGCTCCCGGCATCCGCTTACAGACA
TCATGTTAGACGAGACTACGGCGTATCAATTCGGTCGGGGCTGTGGGCGGTTGTGGGCGACTGCGCGGGACTGCCCGAACAGACGAGGGCCGTAGGCGAATGTCTGT

| | | | |
2,480 2,500 2,520 2,540 2,560

AGCTGTGACCGTCTCCGGGAGCTGCATGTGTCAGAGGTTTTCACCGTCATCACCGAAACGCGCGAGACGAAAGGGCCTCGTGATACGCCTATTTTTATAGGTTAATG
TCGACACTGGCAGAGGCCCTCGACGTACACAGTCTCCAAAAGTGGCAGTAGTGGCTTTGCGCGCTCTGCTTTCCCGGAGCACTATGCGGATAAAAATATCCAATTAC

| | | | |
2,580 2,600 2,620 2,640 2,660

AatII
Zral
TCATGATAATAATGGTTTCTTAGACGTCAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCTC

AGTACTATTATTACCAAAGAATCTGCAGTCCACCGTGAAAAGCCCCTTTACACGCGCCTTGGGGATAAACAAATAAAAAGATTTATGTAAGTTTATACATAGGCGAG

| | | | | |
2,680 2,700 2,720 2,740 2,760 2,780

Earl

ATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAAGAGTATGAGTATTCAACATTTCCGTGTCGCCCTTATTCCCTTTTTTGCGGCATTTTGCCT
TACTCTGTTATTGGGACTATTTACGAAGTTATTATAACTTTTTCCTTCTCATACTCATAAGTTGTAAAGGCACAGCGGGAATAAGGGAAAAAACGCCGTAAAACGGA
AmpR

| | | | |
2,800 2,820 2,840 2,860 2,880
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phTERT-eGFP-polyA master-pAAV (4514 bp) (from 2890-3638 bp) 2.9.2015 19:04:39

TCCTGTTTTTGCTCACCCAGAAACGCTGGTGAAAGTAAAAGATGCTGAAGATCAGTTGGGTGCACGAGTGGGTTACATCGAACTGGATCTCAACAGCGGTAAGATCC
AGGACAAAAACGAGTGGGTCTTTGCGACCACTTTCATTTTCTACGACTTCTAGTCAACCCACGTGCTCACCCAATGTAGCTTGACCTAGAGTTGTCGCCATTCTAGG
AmpR

2,900 2,920 2,940 2,960 2,980

XmnI

TTGAGAGTTTTCGCCCCGAAGAACGTTTTCCAATGATGAGCACTTTTAAAGTTCTGCTATGTGGCGCGGTATTATCCCGTATTGACGCCGGGCAAGAGCAACTCGGT
AACTCTCAAAAGCGGGGCTTCTTGCAAAAGGTTACTACTCGTGAAAATTTCAAGACGATACACCGCGCCATAATAGGGCATAACTGCGGCCCGTTCTCGTTGAGCCA
AmpR

3,000 3,020 3,040 3,060 3,080 3,100

Scal

CGCCGCATACACTATTCTCAGAATGACTTGGTTGAGTACTCACCAGTCACAGAAAAGCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAGTGCTGCCATAAC
GCGGCGTATGTGATAAGAGTCTTACTGAACCAACTCATGAGTGGTCAGTGTCTTTTCGTAGAATGCCTACCGTACTGTCATTCTCTTAATACGTCACGACGGTATTG
AmpR

| | | | |
3,120 3,140 3,160 3,180 3,200

Pvul

CATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGCTAACCGCTTTTTTGCACAACATGGGGGATCATGTAACTCGCCTTGATC
GTACTCACTATTGTGACGCCGGTTGAATGAAGACTGTTGCTAGCCTCCTGGCTTCCTCGATTGGCGAAAAAACGTGTTGTACCCCCTAGTACATTGAGCGGAACTAG
AmpR

| | | | |
3,220 3,240 3,260 3,280 3,300

Fspl

GTTGGGAACCGGAGCTGAATGAAGCCATACCAAACGACGAGCGTGACACCACGATGCCTGTAGCAATGGCAACAACGTTGCGCAAACTATTAACTGGCGAACTACTT
CAACCCTTGGCCTCGACTTACTTCGGTATGGTTTGCTGCTCGCACTGTGGTGCTACGGACATCGTTACCGTTGTTGCAACGCGTTTGATAATTGACCGCTTGATGAA
AmpR
| | | | | |
3,320 3,340 3,360 3,380 3,400 3,420

ACTCTAGCTTCCCGGCAACAATTAATAGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGCCCTTCCGGCTGGCTGGTTTATTGCTGATAAATC
TGAGATCGAAGGGCCGTTGTTAATTATCTGACCTACCTCCGCCTATTTCAACGTCCTGGTGAAGACGCGAGCCGGGAAGGCCGACCGACCAAATAACGACTATTTAG
AmpR

| | | | |
3,440 3,460 3,480 3,500 3,520
Bsal

TGGAGCCGGTGAGCGTGGGTCTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTAAGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGTCAGGCAACTATGG
ACCTCGGCCACTCGCACCCAGAGCGCCATAGTAACGTCGTGACCCCGGTCTACCATTCGGGAGGGCATAGCATCAATAGATGTGCTGCCCCTCAGTCCGTTGATACC
AmpR

3,540 3,560 3,580 3,600 3,620
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phTERT-eGFP-polyA master-pAAV (4514 bp) (from 3639-4494 bp) 2.9.2015 19:04:39

ATGAACGAAATAGACAGATCGCTGAGATAGGTGCCTCACTGATTAAGCATTGGTAACTGTCAGACCAAGTTTACTCATATATACTTTAGATTGATTTAAAACTTCAT
TACTTGCTTTATCTGTCTAGCGACTCTATCCACGGAGTGACTAATTCGTAACCATTGACAGTCTGGTTCAAATGAGTATATATGAAATCTAACTAAATTTTGAAGTA
AmpR

| | | | | |
3,640 3,660 3,680 3,700 3,720 3,740

TTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGAT
AAAATTAAATTTTCCTAGATCCACTTCTAGGAAAAACTATTAGAGTACTGGTTTTAGGGAATTGCACTCAAAAGCAAGGTGACTCGCAGTCTGGGGCATCTTTTCTA

| | | | |
3,760 3,780 3,800 3,820 3,840

CAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAA
GTTTCCTAGAAGAACTCTAGGAAAAAAAGACGCGCATTAGACGACGAACGTTTGTTTTTTTGGTGGCGATGGTCGCCACCAAACAAACGGCCTAGTTCTCGATGGTT
pUC origin

3,860 3,880 3,900 3,920 3,940

CTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCT
GAGAAAAAGGCTTCCATTGACCGAAGTCGTCTCGCGTCTATGGTTTATGACAGGAAGATCACATCGGCATCAATCCGGTGGTGAAGTTCTTGAGACATCGTGGCGGA
pUC origin

| | | |
3,960 3,980 4,000 4,020 4,040 4,060

A1wNI

ACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCG
TGTATGGAGCGAGACGATTAGGACAATGGTCACCGACGACGGTCACCGCTATTCAGCACAGAATGGCCCAACCTGAGTTCTGCTATCAATGGCCTATTCCGCGTCGC
pUC origin

| | | | |
4,080 4,100 4,120 4,140 4,160

GTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCG
CAGCCCGACTTGCCCCCCAAGCACGTGTGTCGGGTCGAACCTCGCTTGCTGGATGTGGCTTGACTCTATGGATGTCGCACTCGATACTCTTTCGCGGTGCGAAGGGC
pUC origin

| | | | | |
4,180 4,200 4,220 4,240 4,260 4,280

AAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGG
TTCCCTCTTTCCGCCTGTCCATAGGCCATTCGCCGTCCCAGCCTTGTCCTCTCGCGTGCTCCCTCGAAGGTCCCCCTTTGCGGACCATAGAAATATCAGGACAGCCC
pUC origin

4,300 4,320 4,340 4,360 4,380

TTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTG
AAAGCGGTGGAGACTGAACTCGCAGCTAAAAACACTACGAGCAGTCCCCCCGCCTCGGATACCTTTTTGCGGTCGTTGCGCCGGAAAAATGCCAAGGACCGGAAAAC
pUC origin

[ [ [ [ [
4,400 4,420 4,449 4,460 4,480
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phTERT-eGFP-polyA master-pAAV (4514 bp) (from 4495-4514 bp) 2.9.2015 19:04:39

Pcil
Af1III

CTGGCCTTTTGCTCACATGT
GACCGGAAAACGAGTGTACA
pUC origin
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