2.9.2015 19:10:50

PMLPmM-eGFP-polyA-pAAV (4361 bp)

CCTGCAGGCAGCTGCGCGCTCGCTCGCTCACTGAGGCCGCCCGGGCGTCGGGCGACCTTTGGTCGCCCGGCCTCAGTGAGCGAGCGAGCGCGCAGAGAGGGAGTGGC
GGACGTCCGTCGACGCGCGAGCGAGCGAGTGACTCCGGCGGGCCCGCAGCCCGCTGGAAACCAGCGGGCCGGAGTCACTCGCTCGCTCGCGCGTCTCTCCCTCACCG
\ L-ITR i

20 40 60 80 100

HincII
Accl BspDI

- Clal Nhel Nhel

CAACTCCATCACTAGGGGTTCCTGCggccgegtcgacgATCGATAGCTAGCCTGAAAATATTAATTACTGTATGTACATACAGTAGGCTAGCCTGAAAATATTAATT
GTTGAGGTAGTGATCCCCAAGGACGccggcgcagctgcTAGCTATCGATCGGACTTTTATAATTAATGACATACATGTATGTCATCCGATCGGACTTTTATAATTAA

L-ITR | e pMPn_uZ

| | | | |
120 140 160 180 200

Nhel Nhel Xbal

ACTGTATGTACATACAGTAGGCTAGCCTGAAAATATTAATTACTGTATGTACATACAGTAGGCTAGCGGGGGGCTATAAAAGGGGGTGGGGGCGTTCGTCCTCACTC
TGACATACATGTATGTCATCCGATCGGACTTTTATAATTAATGACATACATGTATGTCATCCGATCGCCCCCCGATATTTTCCCCCACCCCCGCAAGCAGGAGTGAG

220 240 260 280 300 320

BsmI Ncol XcmI
BglII HindIII Btgl Agel BseRI

TAGATCTGCGATCTAAGTAAGCTTGGCATTCCGGTACTGTTGGTAAAGCCACCATGGCGCCACCATGaccggtatggtgagcaagggegaggagetgttcaccggeg
ATCTAGACGCTAGATTCATTCGAACCGTAAGGCCATGACAACCATTTCGGTGGTACCGCGGTGGTACtggccataccactecgtteccgetectecgacaagtggeccc
o~ pMPm ] ' eGFP ‘

| | | | |
340 360 380 400 420

tggtgcccatcctggtegagetggacggegacgtaaacggccacaagttecagegtgtecggegagggcgagggegatgecacctacggeaagetgaccctgaagttce
accacgggtaggaccagctcgacctgecgetgeatttgecggtgttcaagtegeacaggecgeteccgeteccgetacggtggatgecgttegactgggacttcaag
> eGFP 4

| | | | |
440 460 480 500 520

atctgcaccaccggcaagetgeccgtgecctggeccaccctegtgaccaccctgacctacggegtgcagtgettcagecgetaccccgaccacatgaageageacga
tagacgtggtggecgttcgacgggcacgggaccgggtgggageactggtgggactggatgecgeacgtcacgaagteggegatggggetggtgtacttegtegtget
> eGFP 4

| | | | | |
540 560 580 600 620 640

cttcttcaagtccgecatgeccgaaggetacgtccaggagegecaccatcttettcaaggacgacggcaactacaagaccegegecgaggtgaagttegagggegaca
gaagaagttcaggcggtacgggcttccgatgcaggtectegegtggtagaagaagttectgetgecgttgatgttctgggegeggetecacttcaageteccgetgt
> eGFP :

660 680 700 720 740
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pMLPmM-eGFP-polyA-pAAV (4361 bp) (from 750-1498 bp) 2.9.2015 19:10:50

ccctggtgaaccgecatcgagetgaagggecatcgacttcaaggaggacggcaacatectggggcacaagetggagtacaactacaacagecacaacgtctatatcatg
gggaccacttggegtagetcgacttceccgtagetgaagttectectgecgttgtaggacececgtgttegacctcatgttgatgttgteggtgttgecagatatagtac
eGFP
| | | | |
760 780 800 820 840

gccgacaagcagaagaacggcatcaaggtgaacttcaagatccgecacaacatcgaggacggecagegtgecagetcgecgaccactaccagecagaacacccccategg
cggetgttegtettettgecgtagttccacttgaagttctaggeggtgttgtagetectgecgtegeacgtegageggetggtgatggtegtettgtgggggtagee
eGFP
| | | | | |
860 880 900 920 940 960

cgacggccccgtgetgetgeccgacaaccactacctgagecacccagtccgecctgagcaaagaccccaacgagaagegegatcacatggtectgetggagttegtga
gctgeeggggecacgacgacgggetgttggtgatggactegtgggtcaggegggactegtttetggggttgetettegegetagtgtaccaggacgacctcaageact
eGFP

980 1,000 1,020 1,040 1,060

Xbal
PacIl BamHI

ccgecgecgggatcactcteggecatggacgagetgtacaagtaatttaattaatctagaggatccCGGGTGGCATCCCTGTGACCCCTCCCCAGTGCCTCTCCTGGE
ggcggceggecctagtgagagecgtacctgetcgacatgttcattaaattaattagatctcecctaggGCCCACCGTAGGGACACTGGGGAGGGGTCACGGAGAGGACCG
eGFP hGH poly A

| | | |
1,080 1,100 1,120 1,140 1,160

CspCI

CCTGGAAGTTGCCACTCCAGTGCCCACCAGCCTTGTCCTAATAAAATTAAGTTGCATCATTTTGTCTGACTAGGTGTCCTTCTATAATATTATGGGGTGGAGGGGGG
GGACCTTCAACGGTGAGGTCACGGGTGGTCGGAACAGGATTATTTTAATTCAACGTAGTAAAACAGACTGATCCACAGGAAGATATTATAATACCCCACCTCCCCCC
hGH poly A

1,180 1,200 1,220 1,240 1,260 1,280

BbsI

TGGTATGGAGCAAGGGGCAAGTTGGGAAGACAACCTGTAGGGCCTGCGGGGTCTATTGGGAACCAAGCTGGAGTGCAGTGGCACAATCTTGGCTCACTGCAATCTCC
ACCATACCTCGTTCCCCGTTCAACCCTTCTGTTGGACATCCCGGACGCCCCAGATAACCCTTGGTTCGACCTCACGTCACCGTGTTAGAACCGAGTGACGTTAGAGG
hGH poly A

| | | | |
1,300 1,320 1,340 1,360 1,380

NsiI
BbvCI SphI BlpI
GCCTCCTGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTTGTTGGGATTCCAGGCATGCATGACCAGGCTCAGCTAATTTTTGTTTTTTTGGTAGAGACGGGG
CGGAGGACCCAAGTTCGCTAAGAGGACGGAGTCGGAGGGCTCAACAACCCTAAGGTCCGTACGTACTGGTCCGAGTCGATTAAAAACAAAAAAACCATCTCTGCCCC
hGH poly A

| | | | |
1,400 1,420 1,440 1,460 1,480
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pMLPmM-eGFP-polyA-pAAV (4361 bp) (from 1499-2247 bp) 2.9.2015 19:10:50

BstXI

TTTCACCATATTGGCCAGGCTGTCTCCAACTCCTAATCTCAGGTGATCTACCCACCTTGGCCTCCCAAATTGCTGGGATTACAGGCGTGAACCACTGCTCCCTTCCC
AAAGTGGTATAACCGGTCCGACAGAGGTTGAGGATTAGAGTCCACTAGATGGGTGGAACCGGAGGGTTTAACGACCCTAATGTCCGCACTTGGTGACGAGGGAAGGG
hGH poly A

| | | | | |
1,500 1,520 1,540 1,560 1,580 1,600

TGTCCTTCTGEgcGGCCGCAGGAACCCCTAGTGATGGAGTTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACCAAAGGTCGCCCGACGCCCG
ACAGGAAGACcgCCGGCGTCCTTGGGGATCACTACCTCAACCGGTGAGGGAGAGACGCGCGAGCGAGCGAGTGACTCCGGCCCGCTGGTTTCCAGCGGGCTGCGGGC
R-ITR ¢

| | | | |
1,620 1,640 1,660 1,680 1,700

GGCTTTGCCCGGGCGGCCTCAGTGAGCGAGCGAGCGCGCAGCTGCCTGCAGGGGCGCCTGATGCGGTATTTTCTCCTTACGCATCTGTGCGGTATTTCACACCGCAT
CCGAAACGGGCCCGCCGGAGTCACTCGCTCGCTCGCGCGTCGACGGACGTCCCCGCGGACTACGCCATAAAAGAGGAATGCGTAGACACGCCATAAAGTGTGGCGTA
> R-ITR

| | | | |
1,720 1,740 1,760 1,780 1,800

ACGTCAAAGCAACCATAGTACGCGCCCTGTAGCGGCGCATTAAGCGCGGCGGGTGTGGTGGTTACGCGCAGCGTGACCGCTACACTTGCCAGCGCCCTAGCGCCCGC
TGCAGTTTCGTTGGTATCATGCGCGGGACATCGCCGCGTAATTCGCGCCGCCCACACCACCAATGCGCGTCGCACTGGCGATGTGAACGGTCGCGGGATCGCGGGCG

F1 ori
| | | | | |
1,820 1,840 1,860 1,880 1,900 1,920
Nael
NgoMIV BanII

TCCTTTCGCTTTCTTCCCTTCCTTTCTCGCCACGTTCGCCGGCTTTCCCCGTCAAGCTCTAAATCGGGGGCTCCCTTTAGGGTTCCGATTTAGTGCTTTACGGCACC
AGGAAAGCGAAAGAAGGGAAGGAAAGAGCGGTGCAAGCGGCCGAAAGGGGCAGTTCGAGATTTAGCCCCCGAGGGAAATCCCAAGGCTAAATCACGAAATGCCGTGG

F1 ori

| | | | |
1,940 1,960 1,980 2,000 2,020

Dralll
BsaAl

TCGACCCCAAAAAACTTGATTTGGGTGATGGTTCACGTAGTGGGCCATCGCCCTGATAGACGGTTTTTCGCCCTTTGACGTTGGAGTCCACGTTCTTTAATAGTGGA
AGCTGGGGTTTTTTGAACTAAACCCACTACCAAGTGCATCACCCGGTAGCGGGACTATCTGCCAAAAAGCGGGAAACTGCAACCTCAGGTGCAAGAAATTATCACCT

F1 ori

| | | | | |
2,040 2,060 2,080 2,100 2,120 2,140

PsilI

CTCTTGTTCCAAACTGGAACAACACTCAACCCTATCTCGGGCTATTCTTTTGATTTATAAGGGATTTTGCCGATTTCGGCCTATTGGTTAAAAAATGAGCTGATTTA
GAGAACAAGGTTTGACCTTGTTGTGAGTTGGGATAGAGCCCGATAAGAAAACTAAATATTCCCTAAAACGGCTAAAGCCGGATAACCAATTTTTTACTCGACTAAAT

F1 ori

| | | | |
2,160 2,180 2,200 2,220 2,240
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pMLPmM-eGFP-polyA-pAAV (4361 bp) (from 2248-3103 bp) 2.9.2015 19:10:50

ACAAAAATTTAACGCGAATTTTAACAAAATATTAACGTTTACAATTTTATGGTGCACTCTCAGTACAATCTGCTCTGATGCCGCATAGTTAAGCCAGCCCCGACACC
TGTTTTTAAATTGCGCTTAAAATTGTTTTATAATTGCAAATGTTAAAATACCACGTGAGAGTCATGTTAGACGAGACTACGGCGTATCAATTCGGTCGGGGCTGTGG

| | | | |
2,260 2,280 2,300 2,320 2,340

CGCCAACACCCGCTGACGCGCCCTGACGGGCTTGTCTGCTCCCGGCATCCGCTTACAGACAAGCTGTGACCGTCTCCGGGAGCTGCATGTGTCAGAGGTTTTCACCG
GCGGTTGTGGGCGACTGCGCGGGACTGCCCGAACAGACGAGGGCCGTAGGCGAATGTCTGTTCGACACTGGCAGAGGCCCTCGACGTACACAGTCTCCAAAAGTGGC

| | | | | |
2,360 2,380 2,400 2,420 2,440 2,460

AatlI
Zral

TCATCACCGAAACGCGCGAGACGAAAGGGCCTCGTGATACGCCTATTTTTATAGGTTAATGTCATGATAATAATGGTTTCTTAGACGTCAGGTGGCACTTTTCGGGG
AGTAGTGGCTTTGCGCGCTCTGCTTTCCCGGAGCACTATGCGGATAAAAATATCCAATTACAGTACTATTATTACCAAAGAATCTGCAGTCCACCGTGAAAAGCCCC

| | | | |
2,480 2,500 2,520 2,540 2,560

Earl

AAATGTGCGCGGAACCCCTATTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGA
TTTACACGCGCCTTGGGGATAAACAAATAAAAAGATTTATGTAAGTTTATACATAGGCGAGTACTCTGTTATTGGGACTATTTACGAAGTTATTATAACTTTTTCCT

| | | | |
2,580 2,600 2,620 2,640 2,660

AGAGTATGAGTATTCAACATTTCCGTGTCGCCCTTATTCCCTTTTTTGCGGCATTTTGCCTTCCTGTTTTTGCTCACCCAGAAACGCTGGTGAAAGTAAAAGATGCT
TCTCATACTCATAAGTTGTAAAGGCACAGCGGGAATAAGGGAAAAAACGCCGTAAAACGGAAGGACAAAAACGAGTGGGTCTTTGCGACCACTTTCATTTTCTACGA
AmpR

| | | | | |
2,680 2,700 2,720 2,740 2,760 2,780

XmnI

GAAGATCAGTTGGGTGCACGAGTGGGTTACATCGAACTGGATCTCAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCCGAAGAACGTTTTCCAATGATGAGCACTTT
CTTCTAGTCAACCCACGTGCTCACCCAATGTAGCTTGACCTAGAGTTGTCGCCATTCTAGGAACTCTCAAAAGCGGGGCTTCTTGCAAAAGGTTACTACTCGTGAAA
AmpR

| | | | |
2,800 2,820 2,840 2,860 2,880

Scal

TAAAGTTCTGCTATGTGGCGCGGTATTATCCCGTATTGACGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCAGAATGACTTGGTTGAGTACTCACCAG
ATTTCAAGACGATACACCGCGCCATAATAGGGCATAACTGCGGCCCGTTCTCGTTGAGCCAGCGGCGTATGTGATAAGAGTCTTACTGAACCAACTCATGAGTGGTC
AmpR

| | | | |
2,900 2,920 2,940 2,960 2,980

TCACAGAAAAGCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAGTGCTGCCATAACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGA
AGTGTCTTTTCGTAGAATGCCTACCGTACTGTCATTCTCTTAATACGTCACGACGGTATTGGTACTCACTATTGTGACGCCGGTTGAATGAAGACTGTTGCTAGCCT
AmpR

| | | | | |
3,000 3,020 3,040 3,060 3,080 3,100
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pMLPmM-eGFP-polyA-pAAV (4361 bp) (from 3104-3959 bp) 2.9.2015 19:10:50

GGACCGAAGGAGCTAACCGCTTTTTTGCACAACATGGGGGATCATGTAACTCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACCAAACGACGAGCGTGA
CCTGGCTTCCTCGATTGGCGAAAAAACGTGTTGTACCCCCTAGTACATTGAGCGGAACTAGCAACCCTTGGCCTCGACTTACTTCGGTATGGTTTGCTGCTCGCACT
AmpR

| | | | |
3,120 3,140 3,160 3,180 3,200

Fspl

CACCACGATGCCTGTAGCAATGGCAACAACGTTGCGCAAACTATTAACTGGCGAACTACTTACTCTAGCTTCCCGGCAACAATTAATAGACTGGATGGAGGCGGATA
GTGGTGCTACGGACATCGTTACCGTTGTTGCAACGCGTTTGATAATTGACCGCTTGATGAATGAGATCGAAGGGCCGTTGTTAATTATCTGACCTACCTCCGCCTAT
AmpR

| | | | |
3,220 3,240 3,260 3,280 3,300

Bsal

AAGTTGCAGGACCACTTCTGCGCTCGGCCCTTCCGGCTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGTCTCGCGGTATCATTGCAGCACTGGGG
TTCAACGTCCTGGTGAAGACGCGAGCCGGGAAGGCCGACCGACCAAATAACGACTATTTAGACCTCGGCCACTCGCACCCAGAGCGCCATAGTAACGTCGTGACCCC
AmpR

| | | | | |
3,320 3,340 3,360 3,380 3,400 3,420

CCAGATGGTAAGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGTCAGGCAACTATGGATGAACGAAATAGACAGATCGCTGAGATAGGTGCCTCACTGATTAA
GGTCTACCATTCGGGAGGGCATAGCATCAATAGATGTGCTGCCCCTCAGTCCGTTGATACCTACTTGCTTTATCTGTCTAGCGACTCTATCCACGGAGTGACTAATT
AmpR

| | | | |
3,440 3,460 3,480 3,500 3,520

GCATTGGTAACTGTCAGACCAAGTTTACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCA
CGTAACCATTGACAGTCTGGTTCAAATGAGTATATATGAAATCTAACTAAATTTTGAAGTAAAAATTAAATTTTCCTAGATCCACTTCTAGGAAAAACTATTAGAGT

| | | | |
3,540 3,560 3,580 3,600 3,620

TGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGC
ACTGGTTTTAGGGAATTGCACTCAAAAGCAAGGTGACTCGCAGTCTGGGGCATCTTTTCTAGTTTCCTAGAAGAACTCTAGGAAAAAAAGACGCGCATTAGACGACG
pUC origin

| | | | | |
3,640 3,660 3,680 3,700 3,720 3,740

TTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAA
AACGTTTGTTTTTTTGGTGGCGATGGTCGCCACCAAACAAACGGCCTAGTTCTCGATGGTTGAGAAAAAGGCTTCCATTGACCGAAGTCGTCTCGCGTCTATGGTTT
pUC origin

3,760 3,780 3,800 3,820 3,840

A1wNI

TACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTG
ATGACAGGAAGATCACATCGGCATCAATCCGGTGGTGAAGTTCTTGAGACATCGTGGCGGATGTATGGAGCGAGACGATTAGGACAATGGTCACCGACGACGGTCAC
pUC origin

| | | | |
3,860 3,880 3,900 3,920 3,940
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pMLPmM-eGFP-polyA-pAAV (4361 bp) (from 3960-4361 bp) 2.9.2015 19:10:50

GCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGA
CGCTATTCAGCACAGAATGGCCCAACCTGAGTTCTGCTATCAATGGCCTATTCCGCGTCGCCAGCCCGACTTGCCCCCCAAGCACGTGTGTCGGGTCGAACCTCGCT
pUC origin

| | | | | |
3,960 3,980 4,000 4,020 4,040 4,060

ACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAAC
TGCTGGATGTGGCTTGACTCTATGGATGTCGCACTCGATACTCTTTCGCGGTGCGAAGGGCTTCCCTCTTTCCGCCTGTCCATAGGCCATTCGCCGTCCCAGCCTTG
pUC origin

| | | | |
4,080 4,100 4,120 4,140 4,160

AGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAG
TCCTCTCGCGTGCTCCCTCGAAGGTCCCCCTTTGCGGACCATAGAAATATCAGGACAGCCCAAAGCGGTGGAGACTGAACTCGCAGCTAAAAACACTACGAGCAGTC
pUC origin

4,180 4,200 4,220 4,240 4,260 4,280

Pcil
Af1III

GGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGT
CCCCCGCCTCGGATACCTTTTTGCGGTCGTTGCGCCGGAAAAATGCCAAGGACCGGAAAACGACCGGAAAACGAGTGTACA
pUC origin
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